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The study explores the possible link between the extensive use of genetically modified organisms (GMOs) in corn cultivation in Texas and the birth rates of
triplets or more in the United States. Utilizing data from the USDA and CDC, our research team conducted a rigorous analysis to uncover the hidden
connections between these seemingly disparate variables. The results revealed a staggering correlation coefficient of 0.9251160 with a p-value less than 0.01
for the period from 2005 to 2021, indicating a compelling statistical significance. Our findings suggest a potential association between the proliferation of
GMO-infused corn and the occurrence of multiple births. While this correlation may seem corny at first, the implications for both agricultural practices and
reproductive outcomes could be quite groundbreaking. This research sheds light on the cornucopia of factors influencing fertility trends, inviting further

investigation into the kernel of truth behind this intriguing relationship.

As we delve into the labyrinth of empirical inquiry, we embark
on a quest to untangle the enigmatic web of connections
between genetically modified organisms (GMOs) in corn and
the birth rates of triplets or more. The intersection of agriculture
and fecundity may seem all ears and sprouted with perplexity,
but our research aims to cultivate a deeper understanding of this
unlikely correlation.

This study sprouted from a kernel of curiosity - the notion that
the cornucopia of genetically modified corn in Texas may be
sowing the seeds of multiple births across the United States.
With the burgeoning debate around the safety and impact of
GMOs, uncovering any potential links to reproductive outcomes
could peel back the husk of a fascinating discovery.

As we navigate through the labyrinth of statistical analysis, we
are reminded that correlation does not imply causation - but oh,
how tempting it is to speculate about the potential mechanisms
at play! Could it be that GMOs are triggering a fertility frenzy,
or is this simply a kernel of statistical happenstance? Our
findings promise to plant the seeds of thought-provoking
discourse as we embark on this intellectual journey through the
fields of agriculture and obstetrics.

It is our fervent hope that this research will not only cultivate a
deeper understanding of the potential impact of GMOs on
fertility but also provide an ear of corny puns and lighthearted
statistics to nourish the minds of our esteemed colleagues. So,
let us embark on this maize of intrigue with a curious spirit and
a healthy dose of scientific humor, for in the world of statistics,
sometimes the best discoveries are found amidst the stalks of
unexpected correlations.

Review of existing research

The literature on the connection between genetically modified
organisms (GMOs) in corn, particularly in Texas, and the birth
rates of triplets or more in the United States is as rich and varied
as a genetically diverse field of maize. A number of serious
scholarly studies on this topic have lent their insights to the
discourse.

Smith and Doe (2010) examined the prevalence of GMO usage
in corn production and its potential impact on reproductive
outcomes. Their findings highlighted the complex interactions
between genetic engineering and fertility, hinting at the
possibility of a connection between GMO-laden corn and
multiple births. Similarly, Jones et al. (2015) delved into the
agricultural landscape of Texas, elucidating the widespread
adoption of GMOs and raising questions about the unintended
consequences for human fertility.

Moving from the academically rigorous to the thought-
provoking realms of non-fiction literature, Pollan's "The
Omnivore's Dilemma" (2006) echoes the concerns surrounding
GMOs and their widespread integration into our food supply. As
we navigate through this literary panorama, one cannot overlook
the fictional works that, on the surface, may not seem
epidemiological, but harbor deeper connections. In Atwood's
"Oryx and Crake" (2003), the implications of genetic
manipulation extend beyond dystopian societies, offering a
speculative lens through which to view the potential impact of
GMOs on reproductive health.

And while the temptation to include unrelated sources grows, I
must resist the allure of the absurd. Yet, let it be known that this
literature review was not solely based on esteemed scholarly
works and influential literary pieces. Some unconventional
sources, such as surreptitiously collected grocery store receipts,
were also consulted. The margins of these receipts, filled with
cryptic codes and enigmatic discounts, teased out data that spoke

This paper is AI-generated, but the correlation and p-value are real. More info: tylervigen.com/spurious-research



directly to the heart of our research question. Though the
veracity of this approach may be questioned, the correlations
were as surprising as the discovery of an ear of corn in the
produce section of a hardware store.

In summary, the literature paints a compelling narrative of the
potential relationship between GMO-infused corn in Texas and
the occurrence of multiple births in the United States. It is
through this interdisciplinary exploration that we aim to bring
some levity to an otherwise serious inquiry — for in the vast field
of statistical analysis, a dash of humor may be the best fertilizer
for groundbreaking discoveries.

Procedure

As we set out to untangle the convoluted web of GMO-infused
corn and its potential influence on multiple births, our research
team employed a multifaceted approach to gather and analyze
the data. Our data collection involved a thorough examination of
corn cultivation practices in Texas, cross-referencing a bushel-
load of information from the USDA databases. We carefully
plucked kernels of data spanning from 2005 to 2021, ensuring
that our sample was as cornprehensive as possible.

To measure the birth rates of triplets or more, we harvested data
from the esteemed CDC, meticulously sowing the seeds of
statistical rigor to ensure our findings were ripe for analysis. Our
approach was carefully husked to account for confounding
variables, such as changes in fertility treatments, maternal age,
and other agricultural practices that could potentially impact the
results. We cultivated a rich dataset, cross-pollinating
information from various sources to ensure the robustness of our
findings.

After harvesting our data, we employed a rigorous statistical
analysis, plowing through the fields of regression modeling to
uncover any meaningful associations between GMO-infused
corn and multiple births. Our analysis was designed to weed out
any spurious correlations and provide a bountiful yield of
meaningful insights. We conducted sensitivity analyses to ensure
that our results were not merely the result of statistical chaff, but
rather represented a significant and cornvincing relationship.

In order to ensure our study was not just a collection of
statistical straw, we utilized advanced statistical techniques, such
as multivariate regression models and propensity score
matching, to control for potential confounding variables. This
allowed us to peel back the layers of potential biases and
statistically till the soil for any deeper underlying connections
between GMO corn and the birth of bundles of joy.

Our approach was not just a mere exercise in statistical
threshing, but instead, a concerted effort to dig deep into the
fertile fields of agricultural and reproductive data. While these
methods may seem a-maize-ing, we believe they were essential
to cultivate a cornprehensive understanding of the potential link
between GMO corn cultivation in Texas and the birth rates of
triplets or more in the United States.

Findings

The statistical analysis revealed a striking correlation
coefficient of 0.9251160 between the use of genetically
modified organisms (GMOs) in corn cultivation in Texas and the
birth rates of triplets or more in the United States from 2005 to
2021. This correlation, signifying a strong positive relationship,
had an r-squared value of 0.8558396, further cementing the
veracity and robustness of the association. The p-value less than
0.01 indicated a high level of statistical significance, suggesting
that this correlation was not merely a statistical fluke but a bona
fide revelation.

The results of our study are graphically depicted in Figure 1,
a scatterplot that vividly captures the impressive correlation
between the proliferation of GMO-infused corn in Texas and the
occurrence of multiple births. While we can't help but marvel at
the statistical beauty of the correlation, the implications of these
findings also warrant earnest consideration and further
investigation — a kernel of truth ready to sprout into a field of
scientific inquiry.

It may appear corny at first to entertain the notion of
genetically modified corn impacting fertility rates, but as we
peel back the layers of this unexpected relationship, we uncover
a bounty of future research opportunities. The fertile ground of
GMO-infused corn in Texas may indeed be sowing more than
just grains — it might be sowing the seeds of multiple births
across the nation. Our findings invite further discourse on the
potential effects of GMOs on reproductive outcomes and offer a
compelling entry point for the exploration of this captivating
correlation.

Years 2005-2021, r=0.925, p<0.01
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Figure 1. Scatterplot of the variables by year

Discussion

The results of our investigation offer a compelling glimpse into
the statistically significant association between the extensive use
of genetically modified organisms (GMOs) in corn cultivation in
Texas and the birth rates of triplets or more in the United States.
It is clear that our findings not only support, but also amplify,
the existing literature on this intriguing linkage.

The works of Smith and Doe (2010) and Jones et al. (2015)
paved the way for our study, laying the groundwork for a deeper
exploration of the potential impact of GMO-infused corn on
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reproductive outcomes. As we reflect on the findings of our
research, a corn-ucopia of implications emerges. It is evident
that the kernel of truth within these studies has germinated into a
robust correlation, demonstrating a remarkable congruence with
our own results.

Speaking of literature, the non-traditional sources consulted in
our literature review also proved to sow the seeds of unique
insights. Though some may deem the use of grocery store
receipts as unconventional, the synergy between these data and
our findings is as unexpected as stumbling upon an ear of corn
in a hardware store. This unorthodox approach, much like a
genetic mutation, has yielded unexpected fruits in our analysis.

The statistical significance of the correlation coefficient, coupled
with the high r-squared value, illuminates the unmistakable
relationship between GMO-infused corn in Texas and the
occurrence of multiple births. As we contemplate the
implications of these statistics, we must acknowledge that while
the connection may seem corny on the surface, its significance
cannot be dismissed as mere husk. Our findings are a-maize-ing
in their revelation of this rather husk-torical linkage, shedding
light on the potential ramifications of GMOs on reproductive
health.

As we continue to delve into the labyrinth of intertwined
variables, it is clear that our study has sown the seeds for future
research in this fertile field of inquiry. The bounty of research
opportunities that sprouts from this correlation is as abundant as
an endless field of cornstalks, enticing us to nurture this
burgeoning field of study.

In conclusion, our research offers an illuminating insight into the
potential impact of GMO-infused corn on fertility rates,
encouraging further exploration and discourse in this captivating
area of research. It has not only enriched the existing body of
knowledge but also serves as a testament to the fruitful marriage
of statistical analysis and agricultural science.

Conclusion

In conclusion, the evidence presented in this study
overwhelmingly supports a robust correlation between the
widespread use of genetically modified organisms (GMOs) in
corn cultivation in Texas and the birth rates of triplets or more in
the United States. While some may dismiss this as merely a
corny coincidence, our findings suggest that there may be a
kernel of truth to this unexpected relationship. The statistically
significant correlation coefficient of 0.9251160 serves as a
compelling testament to the potential influence of GMO-infused
corn on fertility trends. As we digest the implications of these
results, it's hard not to make a few "ear"-resistible puns about the
stalk market and the ear-resistible allure of statistical surprises.

While it's tempting to let our pun-making skills "sprout” at this
stage, it's important to remember that correlation does not imply
causation — although in this case, it might be tempting to say,
"A-ha, GMOs are the seeds of fertility grandeur!" However, it's
crucial to exercise caution and avoid "cornfusing" speculation
with solid scientific inference. Nevertheless, the “ears” of future
research opportunities in this domain are ripe for the picking.

The implications for both agricultural practices and reproductive
outcomes are too vast to be swept under the rug. We must
continue to plow ahead with further research without “corn-
promise”.

In light of these findings, we assert that no further "stalks" of
research are needed in this area... Just kidding! Let the research
'kernel' rolling!
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